Table S3. Information and location of Odin retrotransposons

Species Name Odin Name  Location Length Domain architecture Year/Mya
Actinia equina Odin-Aeql* WHPX01000520.1: 30,450-37,610 257 LTR-Spc7 super family-Gag_p30 super family-zf-CCHC- 1.55
pepsin_retropepsin_like super family-RT_LTR-RT_RNaseH 2!-
RNase HI eukaryote like-Integrase H2C2-rve-LTR
Actinia equina Odin-Aeq2* WHPX01000285.1: 113,102-119,462 264 zf-CCHC-RT like super family-EEP super family-RT LTR-RT RNaseH 2- /
RNase HI eukaryote like-Integrase H2C2-rve
Actinia equina Odin-Aeq3* WHPX01000643.1: 288,112-282,245 257 LTR-ZnF_C2HC-pepsin_retropepsin_like super family-RT LTR- 0
RT RNaseH 2-RNase HI eukaryote like-Integrase H2C2-rve-LTR
Actinia equina Odin-Aeq4* WHPX01000927.1: 145,570-152,730 257 LTR-Gag_p30 super family-zf~-CCHC-pepsin_retropepsin_like super family- 4.66
RT LTR-RT RNaseH 2-RNase HI eukaryote like-Integrase H2C2-rve-
LTR
Anemonia viridis Odin-Avil*  OCZR010995229.1 150 RT LTR-RT RNaseH 2 /
Anemonia viridis Odin-Avi2 OCZR011008122.1: 239-6 74 RT like super family /
Exaiptasia pallida Odin-Epa* NW _018384881.1: 1,565-9,850 257 LTR-Smc super family-COG5222 super family-pepsin_retropepsin_like super  1.68
family-COG5222 super family-pepsin_retropepsin_like super family-
RT LTR-RT RNaseH 2-RNase HI eukaryote like-LTR
Heteractis crispa Odin-Hc2 JAABNWO010172223.1: 4,707,417- 89 RT like super family /
4,707,706
Heteractis crispa Odin-Herl*  JAABNWO010039650.1: 482-1,240 252 RT LTR /
Heteractis magnifica Odin-Hmal* JAADYUO010007112.1: 19,601,242- 106 RT like super family /
19,601,656
Heteractis magnifica Odin-Hma2* JAADYUO010014557.1: 2,152-428 139 RT like super family-RT RNaseH 2 super family-RT RNaseH- /
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